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protein 245: 485 
brown triiodothyronine formation 
243: 281 
fatty acid formation cold 243: 437 
glyceride fatty acid cycling lactation 
243: 267 
insulin receptor conformation inter= 
nalization 242: 589 
lipogenesis fetus hormone 243: 617 
mitochondria GDP binding lactation 
248: 273 
pyruvate dehydrogenase catechol= 
amine adrenoceptor 241: 415 
pyruvate kinase insulin dexametha> 
sone 247: 459 
tissue adenosine hypothyroidism 
246: 555 
triglyceride enzyme insulin diabetes 
243: 289 
ADP 
adrenaline platelet aggregation phos> 
phoinositide 242: 841 
oxygen mitochondria triiodothyronine 
241: 657 
ribosylation GTPase transducin 
248: 749 
ribosylation protein Gs brain cortex 
241: 325 
ribosyltransferase botulin guanine 
nucleotide regulation 247: 363 
ribosyltransferase Helix 248: 859 
Adrenal 
cortex calcium aldosterone formation 
247: 335 
glomerulosa angiotensin inositol 
monophosphate 248: 203 
steroid detn liq chromatog 242: 109 
Adrenaline 
ADP platelet aggregation phosphoino= 
sitide 242: 841 
blood platelet vasopressin calcium 
241: 671 
plasma insulin sensitivity muscle 
244: 655 
Adrenergic 
beta receptor purifn placenta 
248: 557 
desensitization hepatocyte 246: 331 
glucose thermogenesis brown adipo= 
cyte 245: 789 
inositol phosphate submandibular 
241: 705 
receptor thermogenic competence 
adipose 245: 485 
system bioenergetics muscle contrac> 
tion 246: 163 
Adrenoceptor 
adipose pyruvate dehydrogenase 
catecholamine 241: 415 
Adriamycin 
heart mitochondria DNA 245: 309 
Affinity 
chromatog adenylosuccinate lyase 


muscle 246: 263 
chromatog phosphatidylinositol sinse 
brain myelin 241: 759 
African 
puff adder venom cystatin 246: 795 
puff adder venom cystatin sequence 
246: 799 
Age 
adenosine enzyme adipocyte 
245: 881 
ATPase isomyosin heart triiodothyro= 
nine 247: 329 
proteoglycan cartilage 248: 735 
Agglutination 
erythrocyte Con A cytoskeleton 
241: $1 
erythrocyte Con A cytoskeleton pro> 
tein 241: 521 
erythrocyte Con A glycophorin 
241: 505 
Agglutinin 
cold carbohydrate binding site Acha> 
tina 246: 157 
cold snail 242: 331 
tryptophan microenvironment Abrus 
243: 79 
Aggregation 
platelet site collagen I III 248: 483 
Aging . 
sialoglycoprotein erythrocyte 
242: 115 


Agmatine 
analog arginine decarboxylase bacteria 
plant 242: 69 
Alanine 
dehydrogenase methylotrophic Pseu= 
domonas 244: 565 
protein formation liver 241: 491 
transport hepatocyte cAMP 241: 737 
transport hepatocyte EGF 247: 233 
transport kidney membrane 
248: 533 
Albumin 
bilirubin complex liver growth factor 
243: 443 
copper aorta superoxide dismutase 
248: 669 
serum drug binding site tryptophan 
244: 81 
Alc 
dehydrogenase coenzyme redox state 
ethanol 248: 567 
dehydrogenase retinol oxidn epider= 
mis 244: 489 
metab Peromyscus catalase 248: 415 
protein degrdn liver 242: 459 
Aldehyde 
dehydrogenase activation potassium 
Saccharomyces 247: 377 
dehydrogenase esterase active site 
248: 989 
dehydrogenase inhibition disulfiram 
mechanism 242: 499 
dehydrogenase mechanism conforma> 
tion change 242: 803 
oxidase molybdenum iron protein 
Desulfovibrio 243: 755 
reductase NADPH mechanism liver 
242: 143 
Aldose 
reductase lens polyol polemic 
247: 493 247: 495 
Aldosterone 
formation calcium adrenal cortex 
247: 335 
Algae 
“ prolyl hydroxwlase 241: 483 


mesentericopeptidase specificity 
substrate min sequence 248: 957 

phosphatase conformation activity 
guanidinium intestine 248: 551 

phosphatase inactivation EGTA 
intestine 244: 781 

phosphatase isoenzyme immunoaffini= 
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ty chromatog serum 244: 725 
phosphatase membrane anchor phos> 
phatidylinositol 241: 615 
transition cytochrome c ligand ex> 
change 246: 43 
Alkene 
redn transition metal nitrogenase 
247: 547 
Alkyllysoglycerophosphocholine 
acetyl CoA acetyltransferase phospho= 
rylation spleen 245: 893 
Alkyne 
redn transition metal nitrogenase 
247: 547 
Allantoin 
detn body fluid 243: 803 
Alpha 
1 inhibitor 3 liver inflammation 
245: 493 
Alveolus 
phospholipid paraquat hyperoxia 
245: 119 
Amarantius 
PEP carboxylase mechanism 
241: 543 
Amine 
oxidase copper coordination 
248: 865 
oxidase pyrroloquinoline quinone 
cofactor 241: 603 
Amino 
acid aminotransferase fetus mother 
242: 305 
acid metab liver pregnancy starvation 
248: 117 
acid oxidase inhibition antimycin A 
248: 603 
acid protein taxonomy mollusk 
242: 505 
acid transport hepatocyte cAMP 
241: 737 
acid transport liver lactation 
245: 297 
acid transporting protein reconstitus 
tion 244: 503 
Aminoacyl 
tRNA synthetase interaction Procion 
Brown 243: 701 
Aminoethylphosphinate 
metab acetylphosphinate pyruvate 
dehydrogenase 248: 351 
Aminolevulinate 
brain tryptophan metab 248: 293 
dehydratase lead metal metallothion= 
ein 245: 339 
heme formation hepatocyte cyto> 
chrome 248: 229 
Aminonicotinamide 
micromelia proteoglycan 246: 745 
Aminooxyacetate 
protein formation liver aspartate 
242: 485 
Aminopeptidase 
intestine protein high diet 247: 401 
leucine detn spectrophotometry 
242: 281 
leucine inhibition thionopeptide 
245: 285 
W kidney 246: 97 
Aminophospholipid 
Methanolacterium 245: 139 
Aminotransferase 
amino acid fetus mother 242: 305 
Ammonium 
sulfate pptn cAMP protein complex 
245: 923 
AMP 
deaminase isoenzyme regulation red 
muscle 242: 875 
Amphipathic 
nature NAD glycohydrolase micro> 
some spleen 246: 319 
Amplification 
ornithine decarboxylase gene methyl= 
ation 242: 205 
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Amylase 
alpha pancreas acinar carcinoma 
242: 681 
alpha thermostability Clostridium 
pullulanase 246: 193 
Amyloid 
A protein lipoprotein inflammation 
rat 242: 301 
A protein serum degrdn neutrophil 
248: 919 
Analog 
NADP coenzyme malic enzyme liver 
245: 407 
Anchor 
glycolipid attachment glycoprotein 
Thyl formation 246: 605 
Androgen 
binding protein S vitamin K 
243: 293 
receptor artery lysyl oxidase 
4: 317 


Angiotensin 
aldosterone adrenocortical calcium 
247: 335 
calcium blood vessel cyciosporin A 
248: 883 
converting enzyme glycosylated form 
brain 241: 625 
converting enzyme membrane anchor 
kidney 247: 85 
inositol monophosphate adrenal glom= 
erulosa 248: 203 
liver calcium oscillation 241: 933 
polyphosphoinositide phosphodiester= 
ase phorbol mesangium 248: 209 
Angiotensinogen 
serum heterogeneity 243: 121 
Anhydride 
nucleoprotein dissocn 241: 621 
Anhydro 
elastase ligand binding 242: 267 
Anion 
ATPase sarcoplasmic reticulum 
245: 723 
exchange chromatog inositol phos= 
phate 245: 655 
transport liver vesicle elasmobranch 
247: 589 
Annelid 
extracellular Hb globin strain 
241: 441 
Anoxia 
calcium heart cytosol reoxygenation 
244: 381 
Antibody 
actin isoform smooth muscle 242: 51 
alphal proteinase inhibitor modified 
form 246: 19 
carnitine palmitoyltransferase liver 
241: 751 
cytochrome P 450 human 248: 301 
FAD 242: 89 
monoclonal alk phosphatase bone 
liver 244: 725 
monoclonal epitope alphal proteinase 
inhibitor 246: 25 
monoclonal glucocorticoid receptor 
246: 55 
monoclonal insulin receptor 242: 123 
monoclonal insulin secretory granule 
245: 557 
monoclonal nucleoside transport 
protein erythrocyte 244: 749 
monoclonal phosphorylated phenyla= 
lanine hydroxylase epitope 
244: 625 
monoclonal protein disulfide isomer= 
ase 241: 39 
monoclonal somatotropin receptor 
heterogeneity 243: 365 
Antichymotrypsin 
interaction elastase 2 245: 699 
Anticoagulant 
heparin dermatan sulfation 248: 889 
heparin thrombin dependent reac> 
tions 243: 579 


Antiestrogen 
receptor fatty acid liver 243: 359 
Antigen 
determinant carbohydrate glycopro= 
tein review 245: 1 
Gerbich absence erythrocyte sialogly= 
coprotein 244: 123 
HLA DR glycosylation cell type 
244: 433 
HLA insulin receptor liver 242: 403 
protein sperm epididymis 241: 379 
receptor T lymphocyte calcium trans= 
port 247: 695 
Rh protein structure erythrocyte 
244: 735 
Ro La endoribonuclease VII ribonu= 
cleoprotein 243: 189 
12E7 blood cell Xga antigen 
247: 757 
2D6 protein sperm 241: 353 
Antiinflammatory 
3alpha hydroxysteroid dehydrogenase 
bromoacetoxysteroid 245: 269 
Antimycin 
A inhibition acyl CoA oxidase 
248: 603 
Antioxidant 
enzyme hypochlorous acid 248: 973 
iron synovial fluid arthritis 245: 415 
Antioxidative 
enzyme liver tocopherol selenium 
242: 383 
Antiproteinase 
inactivation hypochlorous acid radical 
scavenger 243: 867 
protection hypochlorous acid blood 
serum 243: 219 
Antiserum 
succinate dehydrogenase subunit 
244: 15 
Antithrombin 
binding heterogeneity heparin proteo= 
glycan skin 244: 693 
binding proteoglycan mammary ep> 
ithelium transformation 248: 69 
thrombin S protein complex 
243: 105 
Antitrypsin 
interaction elastase 2 245: 699 
Aorta 
copper zinc superoxide dismutase 
248: 663 
glycosaminoglycan formation cartilage 
xyloside 241: 591 
inositol trisphosphate kinase activa= 
tion calmodulin 244: 787 
inositol trisphosphate metab calcium 
245: 305 
protein SM22 244: 705 
superoxide dismutase copper 
248: 669 
vitamin K dependent carboxylase 
245: 251 
Aplysia 
myoglobin heme orientation 
246: 787 
Apolipoprotein 
modification lipoprotein lipase activas 
tion 242: 471 
plasma trout 246: 425 
Arabinofuranosidase 
alpha purifn mechanism Monilinia 
245: 843 
Arachidonate 
metab enzyme efflux muscle damage 
241: 403 
mobilization uterus protein kinase 
246: 705 
neutrophil LTB4 formation 241: 55 
phosphatidate calcium glucagon liver 
247: 613 
pituitary inositol phospholipid metab 
246: 669 
release mast cell phospholipase A2 
247: 95 


release pancreas carbachol mellitin 
244: 669 
release platelet calcium kinase 
248: 471 
transport endothelium 245: 151 
Archaelysin 
Desulfurococcus 247: 121 
Arginine 
ADP ribosyltransferase erythrocyte 
GTPase transducin 248: 749 
decarboxylase inhibitor bacteria 
plant 242: 69 
decarboxylase kinetics detn integrated 
equation 245: 59 
hydrogen bond cytochrome c confor= 
mation 248: 965 
Argininosuccinate 
lyase Chlamydomonas 242: 261 
Arom 
isonitrile binding Hb myoglobin 
247: 675 
multifunctional enzyme “ene sequence 
Saccharomyces 246: 275 
residue colipase taurodeocxycholate 
micelle interaction 245. 321 
Artery 
lysyl oxidase testosterone 244: 317 
smooth muscle proline compartmen= 
talization 243: 137 
Arthritis 
iron synovial fluid antioxidant 
245: 415 
rheumatoid copper synovial polemic 
247: 245 
Arthrobacter 
transformation plasmid pIJ702 
243: 431 
Arylesterase 
A esterase nomenclature serum 
245: 293 
Arylsulfatase 
chicken cecum Eimeria 242: 97 
Asbestos 
lipid peroxidn liver NADPH 
241: 561 
Ascaris 
erythrocruorin quaternary structure 
242: 689 
Ascites 
cell calcium binding protein 
247: 663 
Ascorbate 
electron exchange cytochrome c car> 
bodiimide 243: 379 
hydroxyl hydrogen peroxide iron 
protein 241: 273 
Asialofetuin 
liver endosome compartmentation 
244: 311 
Asialotransferrin 
interaction liver cell 243: 715 
Aspartate 
aminooxyacetate protein formation 
liver 242: 485 
malate shuttle pea mitochondria 
245: 669 
metab brain astrocyte 241: 193 
metab tumor inosine energy state 
247: 47 
transcarbamoylase active site modifi> 
cation wheat 248: 403 
Astrocyte 
brain aspartate metab 241: 193 
inositol phosphate neurotransmitter 
receptor 241: 337 
AS30D 
hepatoma tricarboxylic acid cycle 
246: 633 
ATP 
cystine efflux leukocyte cystinosis 
246: 547 
inhibition inosine nucleosidase 
248: 815 
Kluyveromyces proton galactoside 
transport 242: 729 





phosphate calcium transport sarco> 
plasmic reticulum 247: 497 
phosphofructokinase magnesium 
Trypanosoma 247: 41 
replicative complex DNA interaction 
yeast 246: 213 
ubiquitin proteolysis liver muscle 
243: 335 
ATPase 
calcium magnesium calmodulin regu> 
lated liver 243: 729 
calcium magnesium membrane berba> 
mine deriv 248: 985 
calcium transport membrane corpus 
luteum 242: 889 
calcium transport model sarcoplasmic 
reticulum 245: 739 
calcium transport sarcoplasmic reticu> 
lum 245: 713 
calcium transporting erythrocyte 
membrane 248: 297 
calcium transporting phosplhatidylino= 
sitol phosphate turnover 247: 579 
calcium uptake release sarcoplasmic 
reticulum 245: 731 
erythrocyte membrane fatty acid 
248: 511 
heart ventricle triiodothyronine 
247: 329 
insulin sodium potassium transport 
246: 583 
intermediate conformation sarco> 
plasmic reticulum 241: 663 
mechanism stomach 241: 175 
myosin subfragment | reaction en= 
thalpy 248: 683 
phosphoenzyme regulation erythro> 
cyte 244: 617 
sarcoplasmic reticulum magnesium 
anion cation 245: 723 
Atriopeptin 
cGMP guanylate cyclase fibroblast 
244: 69 
hydrolysis endopeptidase kidney 
microvillus 243: 183 
smooth muscle cGMP accumulation 
244: 481 
storage form heart 241: 265 
Autolysis 
calpain II structure 248: 579 
Autophagy 
protein liver lysosome fusion 
242: 453 
Autoproteolysis 
krill post mortem 246: 295 
Avidin 
biotin scavenging egg 241: 677 
biotin site lysine modification 
242: 923 
oligosaccharide biotin affinity 
248: 167 
Azidopine 
photoaffinity label heart calcium 
channel 243: 127 
Azotobacter 
vanadium iron protein nitrogenase 
244: 197 
B 


lymphocyte compiement factor H 
receptor 246: 149 
Bacillus 
beta lactamase II crystal structure 
248: 181 
cell wall polyglutamate contg polymer 
245: 467 


endotoxin protein binding receptor 
248: 197 

glucokinase glycerokinase substrate 
site dye 246: 83 

glucokinase kinetics mechanism 
248: 13 

lactamase gene sequence mutation 
248: 657 

spore germination peptidoglycan 
lytic enzyme 242: 573 


thermotolerant toluene dihydrodiol 
dehydrogenase 244: 585 
Bacteria 
arginine decarboxylase inhibitor 
242: 69 
gram pos dihydrofolate reductase 
plasmid 243: 309 
gut protein formation chicken 
246: 475 
killing complement C9 244: 393 
periplasm lactamase hydrolysis lactam 
244: 509 
thermophilic heat stable beta glucosi= 
dase 243: 779 
Bacteriodes 
rutin quercitrin robinin metab 
248: 953 
Barley 
protoporphyrinogen oxidase etioplast 
mitochondria 244: 219 
Basement 
membrane formation glucocorticoid 
245: 235 
membrane heparan sulfate mammary 
transformation 248: 69 
Basic 
protein myelin inositol 248: 285 
Basolateral 
membrane folate transport intestine 
247: 141 
membrane intestine phosphate trans= 
port 243: 641 
Bengal 
gram hemoprotein b559 243: 723 
Benzene 
dioxygenase subunit Pseudomonas 
244: 611 
Benzoate 
damage radical iron promoted 
243: 709 
Benzofuroxan 
actinidin papain active site 247: 181 
Benzopyrene 
metabolite glutathione transferase 
butylated hydroxyanisol 243: 351 
Berbamine 
deriv calcium magnesium ATPase 
membrane 248: 985 
Beta 
acetylgalactosaminyltransferase detn 
cytotoxic T lymphocyte 242: 817 
cell pancreas betagranin formation 
244: 449 
cell ti 0in structure activity 
244. 797 
Betagranin 
formation insulin granule endopepti= 
dase 244: 457 
formation pancreas beta cell 
244: 449 
Bezafibrate 
peroxisome proliferation carnitine 
palmitoyltransferase 245: 387 
Bicarbonate 
sodium cotransport kidney membrane 
246: 543 
Bile 


acid metab Pseudomonas mutant 
243: 15 

acid transport liver membrane 
242: 465 

cholesterol secretion liver taurodehy= 
drocholate 245: 289 

lipid secretion taurodehydrocholate 
245: 531 

salt membrane lipid solubilization 
242: 825 

secretion biochem review 244: 249 

sucrose transport detn 241: 635 

Bilirubin 

albumin complex liver growth factor 
243: 443 

binding erythrocyte membrane 
248: 21 

glucuronide nonenzymic hydrolysis 
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gallstone 242: 323 
protein conjugate structure blood 
cholestasis 248: 79 
transport membrane interaction 
hepatocyte 244: 41 
Binding 
Bacillus endotoxin protein receptor 
248: 197 
Bioenergetics 
muscle contraction adrenergic system 
246: 163 
Biol 


mol cytomegalovirus immune 
241: 313 
Bioluminescent 
probe calcium detn review 248: 313 
Biotin 
affinity avidin oligosaccharide 
248: 167 
binding protein egg yolk 241: 677 
site avidin lysine modification 
242: 923 
Bird 


adenine nucleotide metab hepatocyte 
242: 551 
adenylate cyclase heart ontogeny 
243: 525 
liver enzyme embryo newborn ; 
245: 35 
serum A esterase arylesterase 
245: 293 
smooth muscle protein SM22 
244: 705 
Bisphosphatase 
fructose phosphofructokinase sepn 
yeast 246: 755 
Bisphosphonomethy] 
diphosphoglycerate analog phospho> 
glycerate mutase inhibition 
243: 301 
Bitis 
cystatin like inhibitor venom 
246: 795 
cystatin sequence venom 246: 799 


amine oxidase copper 248: 865 

bilirubin protein conjugate structure 
cholestasis 248: 79 

brain barrier glucose transport protein 
247: 101 

cell 12E7 antigen Xga antigen 
247: 757 

coagulation factor X disulfide locali= 
zation 245: 887 

factor XII autoactivation polyanion 
248: 715 

group Rh assocn ABH 244: 735 

platelet activation lipoprotein 
242: 559 

platelet adenylate cyclase activation 
242: 637 

platelet adrenaline vasopressin calcium 
241: 671 

platelet arachidonate release calcium 
248: 471 

platelet fructose diphosphate throm> 
bin 244: 547 

platelet inositol lipid 244: 757 

platelet inositol trisphosphate calcium 
-246: 109 

platelet protein kinase PGE1 
244: 93 


prothrombin facior X cholesterolemia 
244: 263 

serum hypochlorous acid antiprotei= 
nase protection 243: 219 

serum transferrin glycan structure 
247: 571 

shell muscle methylaspartate 
241: 309 

vessel calcium angiotensin cyclosporin 
A 248: 883 

Body 
fluid allantoin urate detn 243: 803 
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Bombesin 
phosphoinositide metab protein ki= 
nase 245: 631 
receptor pancreas 247: 731 
structure protein formation fibroblast 
247: 427 
Bond 
thiol ester macroglobulin invertebrate 
248: 703 
Bone 
alk phosphatase monoclonal antibody 
serum 244: 725 
cattle proteoglycan II cDNA sequence 
248: 801 
fatty acid oxidn hormone 248: 129 
Bordetella 
adenylate cyclase cell penetration 
kinetics 243: 153 
adenylate cyclase transport lympho> 
cyte 243: 145 
Botryodiplodia 
beta glucosidase mechanism 
241: 455 
Botulin 
ADP ribosyltransferase guanine nu= 
cleotide regulation 247: 363 
Bovine 
growth hormone analog genetic engi= 
neering 243: 829 
papillomavirus eukaryote cloning 
vector review 248: 1 
Bradykinin 
inositol phosphate metab cell calcium 
244: 129 
Brain 
angiotensin converting enzyme glyco> 
sylated form 241: 625 
astrocyte aspartate metab 241: 193 
calcium binding protein 244: 401 
calcium binding protein CAB 48 
246: 67 
carbonyl reductase kinetics mechanism 
244: 165 
chondroitin sulfate proteoglycan 
oligosaccharide structure 245: 229 
cortex adenylate cyclase protein Gs 
241: 325 
dopamine receptor 248: 595 
fatty acid polyenoic Zellweger 
248: 61 
GTP binding protein 245: 617 
guanine nucleotide binding protein 
246: 431 
inositol phosphate 242: 193 
inositol tetrakisphosphate muscarinic 
receptor lithium 247: 797 
inositol tetrakisphosphate phospha> 
tase 247: 635 
membrane adenosine Ri receptor 
property 248: 635 
myelin acylation proteolipid protein 
DM20 246: 611 
myelin phosphatidylinesitol kinase 
241: 759 
myosin light chain kinase 247: 747 
phosphatidylcholine subspecies for= 
mation methylation 244: 325 
phosphatidylinositol metab lithium 
242: 517 
polyribosome mRNA development 
244: 359 
protein p94 246: 401 
tonin 248: 477 
tryptophan metab aminolevulinate 
248: 293 
Branched 
chain oxo acid dehydrogenase mito> 
chondria 246: 625 
Bromoacetoxysteroid 
3alpha hydroxysteroid dehydrogenase 
active site 245: 269 
Bromoacyl 
deriv inhibition carnitine palmitoyl= 
transferase liver 241: 751 


Bromopalmitoyl 
CoA inhibition carnitine palmitoyl= 
transferase 241: 751 
Bromopenicillanate 
inactivation thiol beta lactamase 
247: 29 
Bromoperoxidase 
Xanthoria 248: 277 
Bronchus 
mucus protein size 248: 189 
Brown 
adipocyte adenosine enzyme 
245: 881 
adipocyte glucose thermogenesis 
adrenergic 245: 789 
adipose insulin glucose transporter 
247: 63 
adipose noradrenaline uncoupling 
protein 245: 485 
adipose triiodothyronine formation 
243: 281 
Brush 
border intestine lactase 241: 567 
border lipid fluidity dexamethasone 
248: 455 
border membrane kidney transport 
244: 503 
border meprin kidney 241: 229 
Bungarotoxin 
binding site acetylcholine receptor 
Torpedo 248: 847 
Butylated 
hydroxyanisole glutathione transfer= 
ase induction specificity 243: 351 
Butyrate 
plasminogen activator formation 
endothelium 247: 605 
Cachexia 
tumor protein dysmetab liver muscle 
241: 153 
CaCo2 
differentiation fucosylated polylacto= 
saminoglycan 247: 299 
Cadaverine 
difluoromethylornithine ornithine 
decarboxylase gene mouse 
247: 651 
Cadmium 
binding peptide tobacco leaf 
241: 641 
Caenorhabditis 
histone H2A sequence 243: 297 
Caerulein 
inositol phosphate calcium pancreas 
242: 289 
Caffeine 
hepatocyte glycogenolysis adenosine 
analog 247: 779 
Calcemic 
hormone phosphatidylcholine forma= 
tion calvaria 244: 409 
Calcitonin 
plasminogen activator mRNA protein 
formation 242: 387 
Calcitriol 
metab ethanehydroxydiphosphonate 
243: 75 
prolactin formation steroid inhibition 
241: 397 
Calcium 
activation inositol trisphosphate 
kinase erythrocyte 248: 489 
adenylate cyclase cilia Paramecium 
246: 337 
adrenal cortex aldosterone formation 
247: 335 
angiotensin blood vessel cyclosporin A 
248: 883 
arachidonate release platelet kinase 
248: 471 
ATPase intermediate conformation 
sarcoplasmic reticulum 241: 663 
ATPase phosphoenzyme erythrocyte 
244: 617 
binding protein brain 244: 401 


binding protein CAB 48 brain 
246: 67 


binding protein Ehrlich ascites cell 
247: 663 

binding protein tyrosine glutamate 
intestine 243: 611 

blood platelet adrenaline vasopressin 
241: 671 

blood platelet inositol trisphosphate 
246: 109 

calmodulin cyclic nucleotide phospho= 
diesterase lymphoblast 243: 533 

calmodulin interaction troponin 
241: 905 

channel heart dihydropyridine ligand 
243: 127 

detn cytoplasm probe review 
248: 313 

detn heart mitochondria 248: 609 

efflux microsome GTP vesicle fusion 
244: 87 

efflux pathway mitochondria heart 
liver 246: 271 

endopeptidase proinsulin proteolysis 
246: 279 

Factor Xa inactivation heparin 
243: 31 

glucagon liver phosphatidate arachi= 
donate 247: 613 

glucagon pyruvate dehydrogenase 
regulation 241: 729 

GTP pancreas islet 242: 137 

heart cytosol anoxia reoxygenation 
244: 381 

heart myocyte pyruvate dehydroge= 
nase 241: 145 

hepatocyte lipoprotein secretion 
247: 433 

hepatocyte phospholip ‘se C vasopres= 
sin 243: 391 

influx GTP protein liver 245: 41 

inositol phosphate metab cell bradyk= 
inin 244: 129 

inositol trisphosphate metab aorta 
245: 305 

liver glucagon 242: 43 

liver platelet activating factor prosta> 
glandin 245: 145 

macrophage inositol phosphate release 
zymosan 242: 441 

magnesium ATPase calmodulin regu= 
lated liver 243: 729 

magnesium ATPase membrane berba> 
mine deriv 248: 985 

magnesium pyruvate dehydrogenase 
phosphatase mitochondria 
241: 371 

mitochondria respiration liver 
245: 217 

mitochondria thymocyte mitosis 
246: 173 

mobilization pancreas carbachol mel= 
litin 244: 669 

mobilizing hormone sodium pump 
248: 807 

myofibril nonmyofibril protein metab 
241: 121 

oscillation liver hormone response 
241: 933 

oxidative phosphorylation thyroid 
hormone 247: 315 

oxidative stress mitochondria pore 
heart 245: 915 

pancreas inositol phosphate hormone 
242: 289 

pancreas inositol trisphosphate carba= 
moylcholine 248: 329 

pancreas islet perchlorate 248: 109 

phospahtidylinositol phosphate metab 
glucagon 241: 835 

phosphatidate phosphatase liver 
cytosol mitochondria 245: 347 

phosphofructokinase thiol heart 
242: 597 

phosphoinositide metab erythrocyte 





membrane 244: 183 
phospholipase C platelet membrane 
248: 95 


platelet activating factor catabolism 
241: 555 

platelet fructose diphosphate throm= 
bin 244: 547 

polyphosphoinositide phospholipase 
liver 248: 791 

pyrophosphate vol nucleotide liver 
mitochondria 246: 715 

regulation guanylate cyclase 


release GTP endoplasmic reticulum 
248: 741 

release pituitary microsome inositol 
phosphate 244: 493 

sodium carrier regulation heart mito> 
chondria 244: 533 

terbium binding protein S100a 
244: 559 

transient hepatocyte phorbol ester 
246: 619 

transport ATPase membrane corpus 
luteum 242: 889 

transport ATPase model sarcoplasmic 
reticulum 245: 713 

transport EGF vasopressin hepatocyte 
248: 911 

transport intestine membrane 
246: 543 

transport macrophage GTP 242: 253 

transport model sarcoplasmic reticu> 
lum ATPase 245: 739 

transport platelet activating factor 
247: 669 

transport sarcoplasmic reticulum 
ATP phosphate 247: 497 

transport sarcoplasmic reticulum 
protein 243: 165 

transport T lymphocyte antigen re= 
ceptor 247: 695 

transporting ATPase erythrocyte 
membrane 248: 297 

transporting ATPase phosphatidyli= 
nositol phosphate turnover 
247: 579 

uptake forskolin adenylate cyclase 
241: 463 

uptake release ATPase sarcoplasmic 
reticulum 245: 731 


Caldesmon 


phosphorylation function smooth 
muscle 244: 417 


Calmodulin 


adenylate cyclase cilia Paramecium 
246: 337 

ATPase erythrocyte fatty acid 
248: 511 

ATPase phosphoenzyme erythrocyte 
244: 617 

calcium cyclic nucleotide phosphodi= 
esterase lymphoblast 243: 533 

gramicidin S complex 246: 495 

heart ontogeny bird 243: 525 

inositol trisphosphate kinase activa> 
tion aorta 244: 787 

interaction troponin calcium strontium 
241: 905 
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activity vol mitochondria polemic 
248: 997 
coordination iron ovotransferrin 
247: 369 
model cell structure function 
248: 615 
space detn mitochondria 245: 375 
Whale 
myoglobin heme orientation 
246: 787 
sperm myoglobin heme orientational 
disorder 243: 205 
Wheat 
embryo reverse transcriptase 
248: 309 






germ aspartate transcarbamoylase 
inactivation 248: 403 
germ RNA polymerase elongation 
nucleotide 244: 151 
gluten subunit conformation 
247: 215 
protoporphyrin monomethy] ester 
oxidative cyclase 243: 23 
Whey 
protein tammar lactation 241: 899 
White 
adipocyte adenosine enzyme 
245: 881 
Whooping 
cough Bordetella adenylate cyclase 
243: 145 
Work 
heart leucine decarboxylation 
248: 423 
Xanthine 
oxidase iron release ferritin superox= 
ide 243: 55 
Xanthoria 
bromoperoxidase 248: 277 
Xenopus 
skin peptide formation degrdn 
243: 113 
Xga 
antigen blood cell 12E7 antigen 
247: 757 
Xyloside 
glycosaminoglycan formation cartilage 
241: 591 
Yeast 
fructose bis7:\:esphatase phosphofruc> 
tokinase sepn 246: 755 
phosphoglycerate kinase salt link 
241: 609 
phosphoglycerate mutase inhibition 
cofactor analog 243: 301 
placenta elongation factor 2 proteoly= 
sis 244: 337 
replicative complex DNA interaction 
ATP 246: 213 
ribosome protein HPLC 244: 523 
Yellow 
fin tuna myoglobin heme disorder 
243: 205 
Yolk 
egg biotin binding protein 241: 677 
Z 


base nucleotide formation lymphob= 
last nucleoside 242: 425 
Zellweger 
fatty acid polyenoic brain 248: 61 
Zinc 
copper function superoxide dismutase 
conformation 248: 981 
cytochrome fluorescence cytochrome 
oxidase conformation 247:,475 
interaction glutamate dehydrogenase 
liver 246: 199 
Zucker 
rat enzyme formation pancreas obesi= 
ty 248: 771 
Zymosan 
macrophage inositol phosphate release 
calcium 242: 441 
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